BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: , /boo 

-©ate Processed by*STIC: //fa/pl ^ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BV EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308-4221 
Effective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

httD://www.uspto.gov/web/ofrices/pac/checker/chkr41note.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequ ence listing in electronic form should NOT be sent to the 2023 1 zip code address for, the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1 EFS-Bio (<httD://www.usDto.gov/ebc/efs/downloads/documents,htm> , EFS Submission 

User Manual - cPAVE) 
2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 
3 Hand Carry directly to (EFFECTIVE 12/01/03): 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 

201 1 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, oc other delivery service to: U.S. Patent and Trademark Office, 

Box Sequence. Room4B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Pfocc, Arlington, VA 22202 



Revised 10/08/03 



Raw Sequence Listing Error Summary 



RRROR DETECTED 



SUGGESTED CORRECTION 



SERIAL 



NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA* HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

I Wrapped Nuclcics The number/text at the end of each line "wrappcd"'down to the next line* This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating if.' N^asc adjust your right margin to .3; this will 
prevent "wrapping," 

2 Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 

3 Misaligned Amino The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 

Numbering use space characters, instead. 



4-» Non-ASCII 



Variable Length 



Patcntln 2.0 
"bug" 



WThe submitted file was not saved in ASClI(DOS) text, as required by the Sequence Rules. Please 
'ensure your subsequent submission is saved in ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patcntln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequcnccs(s) . Normally, Patcntln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

7 Skipped Sequences Srqucnce(s) missing. If intentional, please inscri th" fc-I'owing lines for each skipped sequ?" o 

(OLD RULES; (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X; (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

8 Skipped Sequences Scqucncc(s) ____ missing. If intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <210> sequence id number 
<400> sequence id number 
i 000 



Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 4 •* 
"(NEW RULES) Per 1.823 of Sequence Rules, use of <220>-*223> is MANDATORY if n*s or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represent^. 



10 



Invalid <2!3> 
Response 

Useof<220> 



12 



Patcntln 2.0 
""bug" 



Per 1.823 of Sequence Rules, the only valid <2I3> responses arc: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2I3> response is Unknown or 
is Artificial Sequence 



Scqucncc(s) 



missing the <220> "Feature" and associated numeric; identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response-is "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <J20> to <223> section. 

(Sec "Federal Register," OOT01/1998, Vol. 63, No. 104, pp. 2963J-32) (Sec. I 823 of Sequence Rules) 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 



Misuse of n/Xaa "n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 



Page 1 o 



IFW16 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/643 , 128 



DATE: 
TIME: 



11/21/2003 
11:01:32 



C— > 



Input Set : A:\PTO.YF.txt 

Output Set: N:\CRF4\11212003\l643128.raw 

4 <110> APPLICANT: Jifan Hu, GMR Epigenetics Corporation; 

5 Andrew R. Hoffman, Stanford University 

7 <120> TITLE OF INVENTION: Gene Inacti vat i on by Targeted 
9 <130> FILE REFERENCE: 10853-005-999 

11 <140> CURRENT APPLICATION NUMBER: US/09/643 , 128 

12 <141> CURRENT FILING DATE: 2000-08-21 

14 <lbO> PRIOR APPLICATION NUMBER: US60/96,749 

15 <151> PRIOR FILING DATE: 2000-04-12 
17 <160> NUMBER OF SEQ ID NOS : 56 
19 <170> SOFTWARE: Patent In For Windows v. 3 



DNA Methylation 



ERRORED SEQUENCES 



SEQ ID NO: 
LENGTH: 5 
TYPE: DNA 
ORGANISM: A 



21 <210> SEQ ID NO: 1 

22 <211> 

23 <212> 

24 <213> 
W — > 26 <220> FEATURE: (Hairpii 
W — > 27 <221> NAME/KEY: m5c 

28 <223> OTHER INFORMATION: 
(m5C) at CpG 



ficial sequence 



29 
31 

E— > 32 

36 
37 
38 
39 

W— > 41 
W— > 42 

43 




dinucleot ide 
FiOUENCE; 1 



sequence 



SEQ ID NO: 
LENGTH: 5 
TYPE: DNA 

ORGANlSM:J\rt^£^cial sequence 
FEATURE ^ Hairp jji 5 $ &frO>T 



sequence 



<211> 
<212> 
<213> 

<220> _ 
<221> NAME/KEYT m5C 

<223> OTHER INFORMATION: Phosphot hioato 
(m5C) at CpG 
44 

4 6 «*00> 
E — > 47/mSqg 

51 X210> 

52 <21]> 

53 <212> 

54 <213> ORGANISM: Art^TC^a 
W--> 56 <220> FEATURE : ^aigp irfT^ 
W — > 57 <221> NAME/KEY: m5C 

58 <223> OTHER INFORMATION : Phosphot hi oa to 
(m5C) at CpG 



-ft 1 * 

oligonucleotide modified with 5-methylcyt idi ne 



jj^ ld*>f,cn lit- 

Phosphot hioate 



oligonucleotide modified with 5-methylcyt id i.ne 



dinucleot ide 
SEQUENCE: 2 

SEQ ID NO: 3 
LENGTH: 10 
TYPE: DNA 
ORGANISM: Arti£*ri 



il sequence 



oligonucleotide modified with 5-met hy.I cyt idine 



file://C:\CRF4\Outho!d\VsrI643 1 28 htm 



11/91 MX 



Page 2 o 



b9 dinucleoLide sequence 

61 <400> SEQUENCE: 3 



file://C:\CRF4\Outhold\VsrI643 1 28 htm 
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RAW SEQUENCE LISTING DATE: 11/21/2003 

PATENT APPLICATION : US/09/643,128 TIME: 11:01:32 



$2 %<^ lnput set : A: 

s^LJS^d Output Set: N: 



\PTO. YF. txt 

c ^ „ -^^u „.\CRF4\11212003\l643128.raw 

E--> 62 cgacgMtH^cgtmSpg 

66 <2105 SEQ It) NO: 4 

67 <21 1> LENGTH: 22 

68 <212> TYPE: DNA 

69 <213> ORGANISM: Ar^r£*-c^ial sequence 
W — > 71 <220> FEATURE: (tiaij ^ 
W — > 72 <221> NAME/KEY: m5C 

73 <223> OTHER INFORMATION: Phosphot hloate oligonucleotide modified with 5-mothylcyt idine 
(m5C) at CpG 

74 dinucJcotide sequence 

76 <300> PUBLICATION INFORMATION: 

77 <301> AUTHORS: Xiaoming Yao, Ji-Fan Hu, Mark Daniels, Hadas Shiran, Xiangjun Zhou, 
Hui f an 

78 Yan, 

79 Hongqi Lu, Zhilan Zeng, Qingxue Wang, Tao Li, and Andrew R. Hoffman 

80 <302> TITLE: A methylated oligonucleotide inhibits IGF2 expression and enhances 

81 survival 

82 in a model of hepatocellular carcinoma 

83 <303> JOURNAL: Journal of Clinical Investigation 
W— > 84 <307> DATE: in press O^fO^ <A^ 



E-->87^^ ZZ^/jt^t^ 

93 <212> TYPE: DNA JL^cJ^ Ju~<*+- 

94 <213> ORGANISM :Ar£jJUcial sequence , U^seJi^ 

W— > 96 <220> FEATURE : <^±^^> b*-f^? , A ^r^ 

W--> 97 <221> NAME/KEY: m5C QjFtJIr °j 

98 <223> OTHER INFORMATION: Phosphothioate oligonucleotide modified with 5-methylcyt idine 
(m5C) at CpG 

99 dinucleotide sequence 

101 <300> PUBLICATION INFORMATION: 

102 <301> AUTHORs: Xiaoming Yao, Ji-t'an Hu, Mark Daniels, Hadas Shiran, Xiangjun Zhou, 
Hui fan 

103 Yan, 

104 Hongqi Lu, Zhilan Zeng, Qingxue Wang, Tao Li, and Andrew R. Hoffman 

105 <302> TITLE: A methylated oligonucleotide inhibits IGF2 expression and enhances 

106 survival 

107 in a model of hepatocellular carcinoma ] fa>\o /o^( 

108 <303> JOURNAL: Journal of Cl inical Investigation 0\/l^r^J^ / Y \*jv f <J J 
W— > 109 <307> DATE: in press ^ - « " " " 

111 <400> SEQUENCE: b ^ ^ '? ? / 

E — > 112 cgacgtMcgt&5fegRagccto£^ — - 5 3 Cz — 

116 <l2ld> SEQ IITNO: 6 ^ ^ 

117 <211> LENGTH: 22 

118 <212> TYPE: DNA 

119 <213> ORGANISM: Artificial sequence 
121 <220> FEATURE: 

W— > 122 <221> NAME/KEY: 

123 <223> OTHER INFORMATION: Phosphothioate oligonucleotide 

125 <300> PUBLICATION INFORMATION: 

126 <301> AUTHORs: Xiaoming Yao, Ji-E'an Hu, Mark Daniels, Hadas Shiran, Xiangjun Zhou, 
Huif an 



file://C:\CRF4\OuthoId\VsrI643 1 28.htm 
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171 



Yan, 



file://C:\CRF4\Outhold\VsrI643 1 28 htm 
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RAW SEQUENCE LISTING DATE: 11/21/2003 

PATENT APPLICATION: US/09/643 , 128 TIME: 11:01:32 

Input Set : A:\PTO.YF.txt 

Output Set: N:\CRF4\11212003\l643128.raw 



128 

129 <302> 
130 
131 

132 <303> 
W — > 133 <307> 

135 _<4 0O-9fiQ t3ENCK: & 
E — > 13^ggtcacggtpaggcgtagatgg 



Andrew R. Hoffman 
expression and enhances 



Hongqi Lu, Zhi'Lan Zeng, Qingxue Wang, Tao Li, and 
TITLE : A methylated oligonucleotide inhibits IGF2 
survi va 1 

in a model of hepatocellular carcinoma 
JOURNAL: Journal of Clinical Investigation 
DATE: in press tK*4<s* ,V\4o 

lit 

1 4 0 ~^21^>-Sfi Q " I D NO : 7 

141 <211> LENGTH: 21 

142 <212> TYPE: DNA 

143 <213> ORGANISM: Act i Qc i a 1 sequence, ( c-myc 
W~> 145 <220> FEATURE C §ai 
W — > 146 <221> NAME /KEY : m5C 

147 <223> OTHER INFORMATION: Phosphothioate oligonucleotide modified with 5- 
methylcytidine (m5C) at CpG 

148 dinuclcotide sequence 
150 <4jQ0> SEQUENCE: 7 

E — > 151 t^^gctoatctcto5cgcccactt5)cgg 2 / d — * 

154 <Z10> SEQ ID*NO:'8* ' 

155 <211> LENGTH: 20 ^ — 

156 <212> TYPE: DNA \ 

157 <213> ORGANISM: __Af-t^Lf icial sequence/ c-myc ' 
W~> 159 <220> FEATURE : (Hai£p xn V^J^^ 
W — > 160 <221> NAME/KEY: m5C 

161 <223> OTHER INFORMATION: Phosphothioate oligonucleotide modified with 5- 
methylcytidine (m5C) at CpG 




162 
164 

E— > 165 

169 
170 
171 
172 

W— > 174 
W— > 175 

176 



dinucleotide sequence s OiA^^T^ 
<4QA> SEQUENCE: 8 I 
ac^i^c^gqjc^tttataatg^^cga 

<210> SEQ if) NO: § 
<211> LENGTH: 20 
<212> TYPE: DNA 

<213> ORGANISM: A rtif icial sequen 
<220> FEATURE c^Hairp^p) 
<221> NAME/KEY: m5C 

<223> OTHER INFORMATION: Phosphothioate 




oligonucleotide modified with 5- 



methylcytidine (m5C) at CpG 
177 dinucleotide 
179 <400> SEQUENCE: 9 
E — > 180 tq^cgccca<^9cggccctttat 



sequence 



lo 



S 




184 10> SEQ "iD NO: 10" 

185 <211> LENGTH: 18 

186 <212> TYPE: DNA 

187 <213> ORGANISM: Artificial scquenc 
W~> 189 <220> FEATURE : < ^al^ ^ 
W~> 190 <221> NAME/KEY: m5C 

191 <223> OTHER INFORMATION : Phosphothioate 
methylcytidi ne (m5C) at CpG 

192 dinucleotide sequence 
194 <400> SEQUENCE: 10 

E — > 195 ca^^gtagcaj^cgagagjm|>ctg 
199 <210> SFQ ID NO : 11 



file://C\CRF4\Outhold\VsrI643 128.htm 



oligonucleotide modified with 5- 




/o7 



\\v ■ 



i 



ii errors 



!••,• •;f.- 



<1 10> 
<l?0> 



<1 so> 
< 1 S 1 > 



v.* 



Smith, John: Smtthgcnc Inc. 
ExAmpl/of * Sequence Listing 



01-J&0001 

pCT/crse/ooooi 

1996- 12-31 

US 06/999.999 

1997- 10-1* 



< 1 co> 

< i •> 0 > 



< ? 1 0 > 

n > 

< 2 1 2 > 

< 2 1 3 > 



fMtcntln version 2.0 



\ 

)G9 

f'o ft>mcc ium sp 



< 2 20 > 

< 2 2 1 > 

< 2 2 2 > 

< )00> 

< 301 > 

< 3 0 2 > 

< 3 0 3 > 

< 3 04 > 

< )0S> 
<r 30C > 

< 30"? > 

< 30C> 

< 3 09 > 



< « 00 > 



cos 

( 2 7 9) . 



(369 



Doc. Richard 

;soULioa and CharicicrnMion o 

I'rotcdsc from Paramecium sp 

Journal of Ccncs 

1 

< 

1 O 

1 900 -OC- 31 

1 234SC 

1 900 - 06 - 3 1 



f o Ccnc Cncodmg 0 



^agtc incetgc^ CCUHCLCl cv,? 9 cu« cocccccc, 
„„ a9 *,c, uu^ccc, c«c t ,«u incite, co 9 ,co W . 

c 9 c 99 c,c„ cccecicc ccccccu "icccccci ctccc^cccc 



gQC<igoc<sgc 
ccictcgctc 



60 
1 20 

1 CO 

2 4 0 




Appendix 3, page 2 



* * ■* -* 

99ACCtg*lt *99t9*9CA9 9*90*99900 cA0CC*gc ^Utt? ytt tc* *tg Ltc *ig c 

HT*t V«l Scr Met The sc r 

1 S 



tct tgt tty bet* 9tt tgt tto ttc c «& 

r>K/» r*wc ) _nY\r» Va 1 Pvi !.#*u The Cin 



J ttg ' tct ttc aa& tgg . -cct 99* v v v »- v > ~- - ^> >- v 

Leu Scr The Ly* , Trp Spro Cly - Phc Cys Leu ^-C^e Val Cy* *^cu. Vh 



20 



tgt ccc *** gtc**/ ccc c.cc cgt c*c tc* tea ctg cag ccg . **t ctt # y B$ 
Cys Pro Lys -V*l LCu Pro Cys His Scr Scr -Leu. Cin Pro A$n-,^L*u-* 
25 )0 35 



<210> 
<J11> 
<21 2> 

<?n> 



2 

37 

par 

P* ramec i um sp . 



<<00> 2 

Met vol Scr net Phe Scr Leu Scr rlie lys rep Pro CJy ri»c Cys Leu 

1 v 5 10 > js 

Phc Vol C^s Leu riic Cin Cyz Pro i.ys v«5 J Leu Pro Cys His Scr Scr 

20 2S )0 

UCu Cin Pro A5n Lou 



<?10> 
<2H> 
<2i 2> 

o n> 



) 

1 1 

PKT 

Artificial Sequence 



<?20> 



<<00> 
Met Vol 
I 



<210> 
<400> 
000 



designed peptide based on si ic ond polarity to oct os ^ 
linker between Live alpha ond beta chains of Protein XYZ 



Asn i.eu Clu I'ro Mci 



H i 5 rhr Clu tie 
10 

X 



V- 



| Annex VII! follow*! 



cable. The numeric identifier shall be used only in -the 
Listing." The order And prcscnCUion of Che items of 
"Sequence Listing'* shall conform to the arrangement given 
item of information shall begin on a new line and 
numeric identifier enclosed in- angle brackets as 



id cue" iui ^;wnr^ 
"5 cqucncc 



information in the* 
below. Cach 
shall" begin with the 
shown.. The s ubrtvl s sa on 



of those items of information designated with3*gJ"V" is mandatory. The 
submission of those items of information designated with an M 0 M is 
option*!. Numeric identifiers <110> through <H0> shall only, be set 
forth 'at the beginning of the "Sequence Li s ting . " JTjtf: following table 
illustrates the numeric identifiers.. ./ 



Numc ri c 
Idcnti ficr 



Definite n 

s 



• Comments 
Format 



and 



Mandatory (MJ 
Optional JO) 



or 



<1 10> 



Applicant 



Trcfcrably max. 

of 10 names; 

one name per line; 

preferable .format: 

Surname, Other/* 

Names and/or 

Initials 



M 



<120> 



<1 30> 



Title of 
Invention 

file Reference 



Personal file 
re f c rence 



M 



M. when filed prior 
to assignment of 
appl . numbe r 



< 1 <0> 



Current App 1 i ca 
L;pn Number 



Spec i ( y as: 

US 07/999, 999 or 

PCT/US90/99999 



M, if a va i 1 abl e 



< 1 A ] > 



Cur rent fi 1 j ng 
Dale - 



Specify as: yy yy - mm - dd M, if available 



Trior Application Specify *s: 
Number US 07/999,999 or 

PCT/US90/99999 



M, if apol l cab 1 e 
i ncl udo priori t y 
documents under 
35 USC 1 19 and 
\?0 



< 1 S 1 > 



< 1 C0> 



< 1 70> 



<2 1 0> 



<2 1 1 > 



Prior Application Specify as: yyyy-m/n-dd M, if applicable 
Tiling Da t c 

Number of SEQ 10 Count includes 



NOs 



Software . 



SCQ ID NO: tf 



Lcng ch 



0 



M 



total numbewof 
SCO ID NQ* 

Name of software used 
to create the 
Sequence Listing 

Response shall be an 
i ntege r repre- 
senting the SCO 
ID NO shown 



Respond with an integer M 
expressing the number 
of bases or amino acid 
residues 



.r ) 4 



<2 1 2> 



ypc 



i/hc tlicr presented 
5 cqucncc two I c- 
eule is DMA, 
RtfA, or PAT 
(protein) . J f 
. * nucleotide 
jcqucncc con- t» 
tains both DNA * 
and flWA frag- 
mcnts, the 
type shall be 
•*DNA. H In ad- 
dition, the 
combined DNA/ 
RNA molecule 
shall be further 
described in 
the <220> to 
<22$> feature 
section. /* 



M 



<21 3> 



Organism 



Sci cnt i fie name, 
i.e. Ccnus/spcci cs , 
Unhnown or Artifi- 
cial Sequence. In 
addition, the 
"Unhnown" or 
"Art i ( xci^\ Se- 
quence" organisms 
shall be further 
dese c ibed in the 
<220> to <223> 
feature sect ion . 



M 



<220> 



r caurc 



Leave blank after 
<220>. <221-2'23> 
provide for a 
dc:^nption of 
points of bio- 
logical signi- 
ficance in tfte 
sequence 



M, under the 
foil owi ng cond l - 
L I ons : i f "n, " 
"X.aa , " or a mod- 
i f i cd or unusua 1 
L - a mi no AC id or 
mod i f i ed ba se was 
us ed in a se- 
quence ; if ORGAN - 
ISM is "Artifi- 
cial Sequence" or 
"Un known 
mo 1 ecu 1 c is \ 
combined ONa/Rna. 



<22 1 > 



Name/ Kc y 



<222> 



Loca c i on 



Provide appropriate 
ident i f i c r for 
feature, pre- 
ferably from 
w f PO S L^jnda rd 

Append ix 2 , 
Tables 5 and 6 

Spec l f y 1 oca t ion 
within icqucncc; 
where appropriate 
st<Jic numbc r of 
first And last 
bascs/amino acids 



M, under the f o 1 - 
lowing conditions 
if "n , " "Xaa . " or 
a mod i t i cd or un- 
usual L- ami no 
acid or modi f i c,d 
base w^s used in 
a sequence 

M, under the fol- 
lowing conditions 
if "n, *' "Xaa. " or 
a mod i f i cd or un- 
usua I L - amino 
acid or modi f i ed 



<223> 



Other Infor- 
ms tion 



in fcitufc 



Other relevant 

i n forma t i on ; 

four lines ma x i mum 



a 5 cqucncc 

t 

H, unde r the fol- 
lowing conditions: 
i f "n, •! "Xaa. or. 
a modified or un-- 
usual L-amino acid 
or modified base 
was used in a 

OACANISM 
is "Artificial 
Sequence* or 
••Unknown"; >iS-^=» :'. 
moi.c'culc is com- 
bined DNA/nWA-.^ ~ 



<300> 



<301 > 



Tubl i ca Lion 
Information 

Authors 



Leave bl-anfc 
after O00> 



Trcfcrably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format: 
Surname, Other 
Names and/or 
f n l 1 1 a 1 s 



V 0 



002 > 

< 30 3 > 
O0< > 
O0S> 

< 306> 

< 307 > 



< 300 > 



Title 
Jou rnal 
Vo 1 ume 
Issue 

PAC;C s 

Da lc 



Acces s ) on 
Numbc r 



Journal date on which 
data publ i shed; 
speci f y as yyyy-m/n- 
dd, t<MM-yyyy or ^. 
Scason-yyyy ^ 

Accession nu*r\ber 
t^ssi q/icd -*>y da I a - 
base including 
database name 



O 
O 
0 
0 

o 
o 



0 



< 309 > 



< 3 10> 



Database Cm r y 
Date 



Patent Document 
Numbc r 



Date of entry in 
da t abase ; spec* (y 
as y^yy-nvn-dd Of 
KMM^yyyy 

Document number; 
for patent-type 
c i ta t i ons onl y . 
Spec i f y as, for 
c x a mp 1 c , US 
0^/999,999 



0 



o 



< 3 I 1 > 



V* tent Ti 1 i og 



Do c umc n t filing 
date, for patent- 
type ci CJtionJ only; 
specify as yyyy-mm-dd 



O 



<312> 



Publication Date Document 

date, for 



pxjbl i c* t ion 



0 



<31 3> 



<400> 



rtclcvant / 
Kcsiducs ^ 

Sequence " 



V 



6 



pa tc/it-typc 
citations only; 
specify as yyyy-irm-dojj 

VROM (position) TO *' 
(pos i tion) 

SCO ID NO should 
follow the 
numeric identifier 
and should appear 
on the line pre- ^ . 
ceding the actual* * - * 

sequence \y * " 

b. Section ).02< is revised to read as follows: 

1.024 Torm and format for nucleotide and/or amino acid Sequence 
submissions in computet readable form. 

fa) The computer readable form required by 1.021(c) shall meet the 
following specifications; 

I)) The computer readable form shall conioin a s i no 1 c ■" Scqucnc c Listing' 
as c i t h'c r a diskette, series of diskettes, or other permissible media 
outlined in paragraph ( of tins section. 

(?) The "Sequence Listing" in paragraph (a) (1J of tins section shall be 
submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats sha»l be allowed. 

(3i The computer readable form may be created by any means, surh os word 
processors, nuclcoudc/amino acid sequence editors or other custom 
computer programs, however, it shall conform to all specifications 
detailed in this section. 

(<> Tile compression is acceptable when using diskette media, so long as 
the compressed file is in a s c 1 f - e >: t c a c 1 1 ng format^ that will decomppe^ 
on one of the systems described in paragraph (b) o% this section. *^ 

i*>) Page numbering shall not appcat within the - "' compute r readable form 
version of the "Sequence Listing" file. " 

(6) All comput c r - readab le forms shall have a label permanently affixed 
thereto on which has been hand-printed or typed: the name o( the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, the operating sySLCrn used, a 
reference number, and «sn application sN:-i v a I number and filing date, if 
known . * 

(b) Computer readable form submissions must meet these format 
<■ cqu i cements : 

111 Computer: I OH rc/XT/AT, or compatibles, or Apple Macintosh; 
Operating System: MS-DOS, Unix or Macintosh; 



